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TCCCATACAGGCCCCCACCATGAAGGGTTTCACAGCCACTCTCTTCCTCTGGACTCTGAT 
1 + + + + ._.+_... + so 

MetLysGlyPheThrAlaThrLeuPheLeuTrpThrLeuIl 
1 MKGFTATLFLWTLI 14 

TTTTCCCAGCTGCAGTGGAGGCGGCGGTGGGAAAGCCTGGCCCACACACGTGGTCTGTAG 
61 + + + + + + 120 

ePheProSerCysSerGlyGlyGlyGlyGlyLysAlaTrpProThrHisValValCysSe 
15 FPSCSGGGGGKAWPTHVVCS 34 

CGACAGCGGCTTGGMGTGCTCTACCAGAGTTGCGATCCATTACMGATTTTGGCTTTTC 
121 + + + + + + 180 

rAspSerGlyLeuGl uVal LeuTyrGl nSerCysAspProLeuGl nAspPheGlyPheSe 
35 DSGLEVLYQSCDPLQDFGFS 54 

TGTTGAAMGTGTTCCMGCMTTAAMTCAMTATCMCATTAGATTTGGAATTATTCT 

181 -- + + + + + + 240 

rVal Gl uLysCysSerLysGl nLeuLysSerAsnll eAsnll eArgPheGlyl 1 ell eLe 
55 VEKCSKQLKSNINIRFGIIL 74 

GAGAGAGGACATCAMGAGC1TTTTCTTGACCTAGCTCTCATGTCTCAAGGCTCATCTGT 

241 + + +- ---+ + + 300 

uArgGI uAspIl eLysGl uLeuPheLeuAspLeuAl aLeuMetSerGl nGlySerSerVa 
75 REDIKELFLDLALMSQGSSV 94 

TTTGMTTTCTCCTATCCCATCTGTGAGGCGGCTCTGCCCMGTTrTCTTTCTGTGGAAG 
301 + + + + + + 360 

ILeuAsnPheSerTyrProIleCysGluAl aAl aLeuProLysPheSerPheCysGlyAr 
95 LNFSYPICEAALPKFSFCGR 114 

AAGGAAAGGAGAGCAGATTTACTATGCTGGGCCTGTCAATAATCCTGMTTTACTATTCC 
361 + -' + + + + + 420 

gArgLysGlyGl uGl nil eTyrTyrAl aGlyProVal AsnAsnProGl uPheThrll ePr 
115 RKGEQIYYAGPVNNPEFTIP 134 

TCAGGGAGAATACCAGGTTTTGCTGGAACTGTACACTGAAAAACGGTCCACCGTGGCCTG 
421 + + + + + + 480 

oGl nGlyGl uTyrGl nVal LeuLeuGl uLeuTyrThrGl uLysArgSerThrVal A1 aCy 
135 QGEYQVLLELYTEKRSTVAC 154 

TGCCAATGCTACTATCATGTGCTCCTGACTGTGGCCTGTAGCAAAAATCACAGCCAGCTG 
481 --- + + + + + + 540 

sAT aAsnAl aThrll eMetCysSerEnd 
155 ANATIMCS* 162 

CATCTCGTGGGACCTCCAAGCTCCTCTGACTGAACCTACTGTGGGAGGAGAAGCAGCTGA 
541 + + + + + + 600 
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TGACAGAGAGAGGCTCTACAAAGAAGCGCCCCCAAAGAGTGCA6CTGCTAATTTTA6TCC 
601 + + + + + + 660 

CAGGACCAGACATCCCCAGACTCCACAGATGTAATGAAGTCCCCGAATGTATCTGTTTCT 
661 '+ + +-- + -+- + 720 

MGGAGCCTCTTGGCAGTCCTTMGCAGTCnGAGGGTCCATCCTTTTTCTCTAATTGGT 
721 - + + + + + + 780 

CGCCTCCCACCAGACTCACCTGCTTnCMCTTTTTAGGAGTGCTTCCTCACAGTTACCA 
781 + + + + + + 840 

AG AAATAAAG AAAGCTGGC C 
841 + + 860 

Nucleotide sequence of Human MD-1 Homolog. Corresponding deduced ami no- acid 
sequence shown below using standard three and one letter abbreviation. 
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Score = 344 (160.0 bits), Expect = 6.6e-44, P = 6.6e-44 
Identities = 60/133 (45X). Positives = 86/133 (64%) 

Query: 27 WPTHVVCSDSGLEVLYQSCDPLQDFGFSVEKCSKQLKSNINIRFGIILREDIKELFLDLA 86 

WPTH VC + LE+ Y+SCDP QDF FS+++CS +IR ++LR+ IKEL+ + 

Sbjct: 22 WPTHTVCKEENLEIYYKSCDPQQDFAFSIDRCSDVTTHTFDIRAAMVLRQSIKELYAKVD 81 

Query: 87 LMSQGSSVLNFSYPICEAALPKFSFCGRRKGEQIYYAGPVNNPEFTIPQGEYQVLLKLYT 146 

L+ G +VL++S +C L K FCG++KGE +YY GP+ IPQG+Y + L 

Sbjct: 62 LIINGKTVLSYSETLCGPGLSKLIFCGKKKGEHLYYEGPITLGIKEIPQGDYTITARLTN 141 

Query: 147 EKRSTVACANATI 159 

E R+TVACA+ T+ 
Sbjct: 142 EDRATVACADFTV 154 



Sequence comparison between human MD-1 protein (upper line) and MD-1 
protein from chicken (lower line). 
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1 

1 



60 
14 



61 ' + 1 — i 1 f h 120 

• P^ProSerCysSerGl^lyGlyGl^^ 
15 FPSCSGGGGGKAW PTHVVCS 34 



121 t 1 f -i — e 180 

rAapSerGlyLeuGluValliCW^ 

35 DSGLEVXiYO&CD*XiQDF GT-F_S 54 

181 1 1 1 *hi -i 1 240 

rVaOGluLyaCysSerlffBGltt^^ 

55 VKKCSKQliKSKlHIRFGIIIi 74 



241 ~- 1 ■ < h 300 

tiArpGluAsprlelaTJGluIj^ 
75 RED X KSIiFIiDLAIitfSQGS S V 94 



301 1 a — f 1 \r 360 

lljeuAsnPfceSerTyrFroll©^ 
95 LHFSYFICKAAIiPKFSFCGR 114 



361 * h 1 1 4 1- 420 

gAryLy^lyGluGliiIleTYr^^ 

115 RKGEQIYYAGFVtfNPEF TI P 134 

421 ■ ■ ■■■ i f I - i - i 480 

135 QGEYQVXfXiBI«Y*BK3lS«VAC 154 

4Q1 — + f- 4- i 1 f- 540 

155 ANATXKCS* 162 

541 — >• * — *- 1 r + 600 



601 + h + 1 I ir 660 

661 ' »- f + A 1- 720 

721 — f— +- * — *— ~* *- 760 

781 1- i 1 -t- + + 84Q 

841 *• * ► 860 



sequence shown below using sfcajitord throe vxxl one letter abbreviation. 



Score ~ 344 (160.0 bits). Expect e 6.6e-44, p rr S.6e-44 
Identities *= 60/133 (45%), Positives c 86/133 (64%) 



fibjet: 22 WFTggVCgreKtgiSiyHESag^ 81 
Queryi 87 U&&$SWlZFSWia&i^^ 146 
Sbjcfc: 82 TjXJtfGBnvv&CSEEIJ^^ 141 

Quary? 147 159 

Sbjct: 142 154 



Figure 2. Socp^nca oORpari&oa betweea human MD-1 protein (upper line) «nd KD-1 protein 
from chicken (lower lino) « 



i 




■Alpha, Regions - Gamier-F 
■Alpha. Regions - Chou-Fas 
■Beta. Regions - Gamier-Rc 
« Beta, Regions - Chou-Fast 
■Turn, Regions - Gamier-R< 
■Turn. Regions - Chou-Fast 
BCoil, Regions - Gamier-Ro 

■Hydrophilicfty Plot - Kyte-D 

■Alpha. Amphipathic Regior 
■Beta. Amphipathic Region? 
H Flexible Regions - Karplus- 



0 Antigenic Index - Jameson 



0 Surface Probability Plot • 



Hgure 3. Analysis of ^ m length predicted amino ^ 

Antigenic regions Serl7- Thr29 

Cys33-Glu39 

Gln43-Gly52 

Glu56-Asn67 

Leu74-Leu83 . 

Gln90-val94 

Serll0-riel20 

Prol25-Glnl39 

Tyrl45-VaI152 



